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Byssochlamys spectabilis strain Pa.Bs1 internal transcribed spacer 1, partial
sequence; 5.85 ribosomal RNA gene and internal transcribed spacer 2, complete
sequence; and large subunit ribosomal RNA gene, partial sequence

GenBank: MF511048.1
FASTA  Graphics

LOCUS MF5112438 1187 bp DhlA linear PLM 26-JUL-2817
DEFINITION Byssochlamys spectabiliz ztrain Pa.Bsl internal trenscribed spacer
1, partial seguence; 5.85 ribosomal RNA gene and internal
transcribed spacer 2, complete sequence; and large subunit
ribosomal RMA genes, partial seguence.
ACCESSION MF511848
WERSIOM MF311845.1
KEYWORDS
SOURCE Byzsochlamys spectabilis (anamorph: Pascilomyces spectabilis)
ORGANISM Byssochlamys spectabilis
Eukaryota; Fungi; Dikarva; Ascomycota; Pezizomycoting;
Eurctiomycetes; Eurotiomycetidae; Eurotiales; Thermoascaceae;
Byssochlamys.
REFEREMCE 1 (bases 1 to 1167}
AUTHORS  Altememe,Z.A. and Lahuf,A.A.
TITLE First report of Byssochlamys spectabiliz funmgus on Prunus armenizca
plant in Iraq
J0URMAL  Unpublished
REFEREMCE 2 ({bases 1 to 1187}
AUTHORS  Altememe,Z.A. and Lahuf,A.A.
TITLE Direct Submiszion
JOURMAL  Submitted (21-JUL-2817) Plant protection Department, Agriculture
College-University of Kerbala, City center, Kerbalas, Kerbala KK1
3DR, Irag
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